Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.136; data-to-parameter ratio = 15.3. 
Related literature
For backgorund to flunarizine, see: Amery (1983); Holmes et al. (1984) . For related structures, see: Jasinski, Butcher et al. (2010) ; Jasinski, Pek et al. (2010) ; Kavitha et al. (2013) . For standard bond lengths, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). In addition to the structures of trimipraminium maleate (Jasinski, Butcher et al., 2010) and 4-(4-chlorophenyl)-4-hydroxypiperidinium maleate maleic acid solvate (Jasinski, Pek et al., 2010) , we have recently reported the crystal structure of 4-[bis(4-fluorophenyl) methyl]-1-[(2E)-3-phenylprop-2-en-1-yl]piperazin-1-ium 3-carboxy propanoate (Kavitha et al., 2013) . As part of our ongoing studies of molecular salts of bioactvive molecules, the paper reports the crystal and molecular structure of the title salt, (I).
The title compound, [systematic name: 1-[bis(4-fluorophenyl)methyl]-4-[(2E)-3-phenylprop-2-en-1-yl]piperazinium maleate], a maleate salt of Flunarizine crystallizes with one independent cation-anion pair in the asymmetric unit (Fig. 1) .
In the cation, the protonated piperazine ring is in a chair conformation (puckering parameters Q, θ, and φ = 0.5997 (16) 
Refinement
H1 and H1S were located by a difference map and refined isotropically. All of the remaining H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.93Å, 0.98Å (CH) or 0.97Å (CH 2 ). Isotropic displacement parameters for these atoms were set to 1.2 (CH, CH 2 ) or 1.5 (OH) times U eq of the parent atom. Extinction coefficient: 0.0021 (2)
Computing details

Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. (11) 0.0390 (6) 0.0294 (7) −0.0186 (5) −0.0032 (6) N1 0.0355 (7) 0.0320 (7) 0.0284 (6) (7) 0.0061 (7) −0.0007 (7) sup-6 Symmetry codes: (i) x, −y+3/2, z+1/2; (ii) x, −y+1/2, z+1/2; (iii) x, −y+3/2, z−1/2; (iv) −x+2, y+1/2, −z+3/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
